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The rapid advancement of next-generation sequencing (NGS) preCILSI_O_n E)ADA Motivation: Reduce illness and economic loss from foodborne pathogens by innovating
technology has fueled innovation of omics-based diagnostic tests n f recision.FLA.gov and benchmarking tools for pathogen detection in quasi-metagenomics samples.
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Evaluation

Vision: Platform for regulatory science exploration of the tools and techniques for analyses of
large biological datasets, while encouraging collaboration, interaction, and data sharing.
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Motivation: Encourage innovation, benchmark, and understand the strengths and limitations of brain tumor biomarkers. Motivation: Develop and benchmark algorithms for detecting and correcting sample mislabeling
bioinformatics pipelines for identifying genetic variants. (accidental swapping of patient samples), a problem which contributes to irreproducible results.
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Conclusions: (1) accuracy of variant calling pipelines differs depending on the type and size of performing methods

genetic variants being assessed, (2) in silico injected variants can be useful to assess accuracy
of unknown variant calling.
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